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Abstract |

Honeybee (Apis mellifera L.) venom (BV) is a good candidate for development as a therapeutic
modality for the treatment of acne vulgaris. However, BV has been restricted in the development of
medical agents because BV has not been registered as an Active Pharmaceutical Ingredient (API).
The aim of this study was to evaluate viral safety of BV, as biological origin agents. The viral
diseases of honeybees were reported at least 18 virus types. Using RT-PCR we evaluated infected
honeybees, BV isolated bee venom sac from virus infected honeybee, and BV collected from
honeybees using BV collector for the presence of the seven bee viruses, complete genome
sequence including Sacbrood virus (SBV), Black queen cell virus (BQCV), Deformed wing virus
(DWV), Chronic bee paralysis virus (CBPV), Acute bee paralysis virus (ABPV), Kashmir bee virus
(KBV), and Israeli acute paralysis virus (IAPV). The SBV, BQCV, DWV, CBPV, ABPV, KBV, and IAPV
were not detected both BV isolated bee venom sac from virus infected honeybee and BV collected
from honeybees using BV collector. According to these results, we have meanwhile observed that
BV and BV sac might be safety for bee viruses contamination. We suggest that BV could be used a
good candidate for API.
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Table 1. Oligonucleotide primers detected for the amplification of bee venom isolated from honeybee worker and positive control

. GeneBank Product
Name Primer Sequence (5°— 3°) accession no. length (bp) References
SBV SBV-F ACCAACCGATTCCCAGTAG AF092924 487 Grabensteiner
SBV-R CCTTGGAACTCTGCTGTGTA etal., 2001
BQCV BQCV-F TGGTCAGCTCCCACTACCTTAAAC AF183905 701 Benjeddo
BQCV-R GCAACAAGAAGAAACGTAAACCAC etal., 2001
DWV DWV-F TCATCTTCAACTCGGCTTTCTACG 479 Lee et al., 2005
DWV-R CGAATCATTTTCACGGGACG
CBPV CBPV-F AGTTGTCATGGTTAACAGGATACGAG AF461061 455 Ribiere et al.,
CBPV-R TCTAATCTTAGCACGAAAGCCGAG 2002
ABPV ABPV-F TTATGTGTCCAGAGACTGTATCCA AF150629 901 Benjeddo
ABPV-R GCTCCTATTGCTCGGTTTTTCGGT etal., 2001
KBV KBV-F GATGAACGTCGACCTATTGA NC004807 415 Stoltz et al., 1995
KBV-R TGTGGGTGGCTATGAGTCA
IAPV TAPV-F AACGACCCGAACAAAAACAC EF219380 567 Kang et al., 2008
IAPV-F GCATTCCACGTAAATCGAGAG
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Table 2. Determination of the honeybee viruses by the amplification in bee venom isolated from honeybee worker, bee venom sac, and

positive control

Number of samples detected virus/total samples

Virus
Honeybee worker Honeybee bee venom sac Honeybee venom

SBV 3/35 0/35 0/100
BQCV 7/35 0/35 0/100
DWV 10/35 0/35 0/100
CBPV 2/35 0/35 0/100
ABPV 5/35 0/35 0/100

KBV 3/35 0/35 0/100

IAPV 8/35 0/35 0/100

M123M123 M1 23

SBV

BQCV DWv

M 1 M 1 M 1
901 bp
567 bp
455 bp

CBPV

ABPV IAPV

Fig. 1. Determination of the honeybee viruses using RT-PCR assay. Agarose gel showed that the presence of SBV, BQCV, DWV (Deformed
wing virus), CBPV, KBPV, KBV, and IAPV was the ampicon size 487 bp, 701 bp, 479 bp, 455 bp, 901 bp, 415 bp, and 567 bp,
respectively. M, molecular weight marker; 1, virus infected honeybee worker; 2, virus infected honeybee bee venom sac; 3, bee venom

collected from honeybee using bee venom collector.
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